Key indicators: single-crystal X-ray study; T = 295 K; mean (C-C) = 0.003 Å; R factor = 0.037; wR factor = 0.108; data-to-parameter ratio = 14.6.
In the title compound, C 17 H 15 ClN 2 O, the quinoline ring system is nearly planar, with a maximum deviation from the mean plane of 0.074 (2) Å , and makes a dihedral angle of 81.03 (7) with the pyridone ring. The crystal packing is stabilized bystacking interactions between the pyridone and benzene rings of the quinoline ring system [centroidcentroid distance = 3.6754 (10) Å ]. Furthermore, weak intermolecular C-HÁ Á ÁO hydrogen bonding links molecules into supramolecular chains along [001].
Related literature
For 2-pyridone analogues, see: Arman et al. (2009); Clegg & Nichol (2004) ; Nichol & Clegg (2005) . For alkaloid analogues of natural or synthetic anticancer agents, see: Roopan & Khan (2009) . For N-alkylation in organic synthesis, see: Roopan et al. (2010) . Table 1 Hydrogen-bond geometry (Å , ).
Experimental
Symmetry code: (i) x; Ày þ 1 2 ; z þ 1 2 .
Data collection: CrysAlis PRO CCD (Oxford Diffraction, 2009); cell refinement: CrysAlis PRO CCD; data reduction: CrysAlis PRO RED (Oxford Diffraction, 2009); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) ; software used to prepare material for publication: WinGX (Farrugia, 1999) In the title molecule, Fig.1 ., the quinoline unit is nearly planar, with maximum deviations from the mean plane of -0.074 (2) Å for C2, -0.061 (2) Å for C6 and 0.059 (1) Å for N1 and 0.049 (2) Å for C4. The dihedral angle between the pyridine ring and the quinoline fused-ring system is 81.03 (7)°. Molecular conformation is stabilized by the intra molecular C-H···N and C-H···Cl interactions, forming a 5-membered ring. The crystal structure shows the presence of intermolecular π-π interactions between the pyridone (N2/C11-C15) and benzene (C4-C9) rings of the quinoline ring system, with the Cg2···Cg3(x, 1/2-y, 1/2+z) distance of 3.6754 (10) Å [Cg2 and Cg3 are the centroids of the N2/C11-C15 pyridone and C4-C9 benzene rings, respectively]. The molecular packing is further stabilized by weak intermolecular C-H···O interactions (Table1, Fig. 2 ), forming chains in the [001] direction.
To a mixed well solution of 2-pyridone (95 mg, 1 mmol, in 2 ml of DMF), KO t Bu (112 mg, 1 mmol in 10 ml of THF) and 2-chloro-3-(chloromethyl)-7,8-dimethylquinoline (240 mg, 1 mmol) were added and the resulting mixture was refluxed at 343 K for 1 h. After the completion of the reaction, cooled and removed the excess of solvent under reduced pressure.
Crushed ice was mixed with the residue. White solid was formed, filtered and dried, purified by column chromatography using hexane and ethylacetate as the eluant. Crystals of suitable quality were grown by solvent evaporation from a solution of the compound in chloroform.
Refinement
All H atoms were positioned geometrically and were treated as riding on their parent C atoms, with C-H = 0.93-0.97 Å and U iso (H) = 1.2 or 1.5U eq (C). Refinement. Refinement on F 2 for ALL reflections except those flagged by the user for potential systematic errors. Weighted Rfactors wR and all goodnesses of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The observed criterion of F 2 > σ(F 2 ) is used only for calculating -R-factor-obs etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (7) 0.0091 (6) 0.0031 (7) N2 0.0456 (9) 0.0409 (8) 0.0341 (8) −0.0025 (7) 0.0055 (7) 0.0053 (7) C1 0.0338 (9) 0.0344 (9) 0.0446 (10) 0.0002 (7) 0.0046 (7) 0.0005 (8) C2
0.0381 (9) 0.0360 (9) 0.0396 (9) −0.0050 (8) 0.0047 (7) 0.0015 (7) C3 0.0368 (10) 0.0403 (10) 0.0403 (9) −0.0030 (8) 0.0090 (7) −0.0005 (8) C4
0.0429 (10) 0.0416 (10) 0.0512 (11) 0.0045 (8) 0.0106 (8) −0.0010 (9) C5 0.0489 (11) 0.0394 (11) 0.0617 (12) 0.0082 (9) 0.0012 (9) 0.0035 (9) C6 0.0527 (11) 0.0379 (10) 0.0475 (11) −0.0025 (9) −0.0001 (9) 0.0069 (8) C7 0.0452 (10) 0.0355 (10) 0.0409 (10) −0.0057 (8) 0.0045 (8) 0.0004 (8) C8 0.0357 (9) 0.0305 (9) 0.0383 (9) −0.0026 (7) 0.0053 (7) 0.0007 (7) C9 0.0357 (9) 0.0310 (9) 0.0413 (9) −0.0027 (7) 0.0043 (7) −0.0024 (7) C10 0.0410 (10) 0.0559 (12) 0.0483 (11) −0.0010 (9) 0.0041 (8) 
